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Supplemental Figure 2: Logistic Regression P−Values per Cohort

We performed logistic regression on each cohort to determine the p−values for rs1049296, rs1800562, and the epistatic interaction of these
variants. Each cohort is shown on the x−axis,and the p−value for each cohort is shown on the y−axis. The red line indicates the alpha value of 
0.05. From our analysis, only the ACT and WASHU cohorts have significant p−values at these variants.


